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Figure 7 
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Figure 9 
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Figure 11 




Title: METHODS AND COMPOSITIONS FOR WHOLE GENOME AMPLIFICATION AND GENOTYPING 

Inventors: Gunderson et al. 
Our Docket No. 0 1 -00006 
Customer No. 29389 
Sheet 7 of 9 



Figure 12 
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Figure 13 
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Figure 14 
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